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Introduction

Ontologies are increasingly used in biology and medicine, and their use in annotation of both clinical
and experimental data is now a common technique in integrative translational research. They are
being developed for the description of biological and biomedical phenomena. To be maximally
effective, such ontologies must work well together. As ontologies become more commonly used, the
problems involved in achieving coordination in ontology development become ever more urgent.
This conference addresses these problems. It brings together representatives of all major
communities involved in the development and application of ontologies in biomedical research,
health care, and related areas. In addition to papers, the conference features workshops and
tutorials, posters, software demonstrations and a doctoral symposium.
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transforms
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AM Jason Jacobs, ontologies and
Sunanda automated reasoning to
McGarvey, Cynthia  manage selection of
Vinion and reportable condition lab
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AM
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Ohe.
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session 2: 1:30 1hr keynote 2 Deborah
engineerin  PM McGuiness
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PM paper
2:45 20 min long paper Simon Kocbek, Jin-  Visualizing ontology
PM Dong Kim, Jean-Luc  mappings to help
Perret and Patricia  ontology engineers
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ontologies for their reuse
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Dumontier Semantically Enabled
Metabolic Fate Prediction
5:15 15 min EC5 Matthew Brush, What’s in a Genotype?:
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Arabandi

data, ontologies and the
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Q2: Will automated, data-
driven methods
(networks, text mining,
etc) outperform those
using curated ontologies
in terms of information
content, cost and
performance of task?
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AM Josh Hanna, Eric Scientifically Accurate
Joseph and Drug Ontology
Mathias
Brochhausen.
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of Craniofacial
Development and
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